
300- 



200- 



C5-5 

C5-M4 

C5-M4A1 

C5-M4CT 

C5-M4AU 

C5-M4A1M 

C5-M26 

C5-M26A1 
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# N # V # V 

^ ^ T 



+ 




mm 



pGST-MS2B 
— D*,C*(304 bp) 
— B* (272 bp) 
— A* (205 bp) 



1 2 3 4 5 6 



C5-M26A1 
C5-M26 




C5' -/- 



UACCUACCACUACCACCG (seq id no = 2) 
UACCACCGCCAAAGCCGCCU {seq id no:4) 
TTTTTGATAGGGAAATUACCACCGCCAAAGCCGCCU (seq id NO:36) 
GATCACTTGTGTCAACUACCACCGCCAAAGCCGCCU (seq id NO:37) 
UAUGAUAGGGACUUAGGGUGUACCACCGCCAAAGCCGCCU ( SE Q ID NO: 38) 
UAUGAUACGCACUUACGCUGUACCACCGCCAAAGCCGCCU (SEQ id NO:39) 

CCUCCUCCGUUGUUAUAG (SEQ id NO:3) 
TTTTTGATAGGGAAATCCUCCUCCGUUGUUAUAG (seq id NO: 40) 



Protein binding portion RNA hybridization portion 
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X-5 
X-M4 
X-M4A1W 
X-M4A1M 
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X-M4A1W „4p 



Bcl-x, 




Bcl-x 



UUCUUACCCAGCCGCCGUOC (SEQ id NO:9) 

GCCGCCGUUCUCCUGGAUCC (seq id NO: 10) 

UAUGAUAGGGACUUAGGGUGGCCGCCGUUCUCCUGGAUCC (seq id no:34) 

UAUGAUACGCACUUACGCUGGCCGCCGUUCUCCUGGAUCC (seq id no = 35) 

Protein binding portion RNA hybridization portion 



' x P=7.5A 



y\^ S A % AT\ GST-UP1 



ui 1 



Complexes 




:UC .. 



Free 
Probes 



1 2 3 4 5 6 7 8 9 -10 U 12 13 I4 15 



REPLACEMENT SHEET 



